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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

. SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 

As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 




RAW SEQUENCE LISTING - 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 

01 M o, f¥o 



Application Serial Number: / - * * 

Source: fiATCS4 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21heIp(aUiSDto.gov or phone 703-306-41 19 (R. Wax) 
PATENTTN 3.0 e-mail help: patin30helD@uspto.gov or phone 703-306-4119 (R. Wax) _ 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOl 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3,0 can be down loaded from th* TJSPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 



Sequence Listing Error S^imary 



BER: 



FRRQR DETECTED '"^»^n CORRECTION _ ^SERIAL NUMBER: 

ATTN- NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA* HEADERS,' WHKhV^E'^RTED BY PTO SOFTWARE 



Wrapped Nucletcs 



Wrapped Aminos 



Incor/ect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCII 



6 Variable Length 



7 Palentln ver. 2.0 "bug" 



8 Skipped Sequences 

(OLD RULES) 



9 Skipped Sequences 

(NEW RULES) 



J 



10 Use of n's* or Xaa's 

(NEW flllLEV 



The numberAext at the end of each line "Wrapped" down to the next l.ne. 
This may occur if your Hie was retrieved In a word processor after creaLng rt. 
Please adjust your right margin to .3. as this will prevent "wrapping". 

The amino acid numberAext at the end of each line -Wrapped - down to the next line. 
This may occur if your file was retrieved In a word processor after creating it. 
Please adjust your right margin to .3. as this wilt prevent "wrapping". 

The rules require that a line not exceed 72 characters In length. This includes spaces. 

The numbering under each 5th amino acid is misaligned. This may be caused by the\ise of tabs 
between the numbering. It is recommended to delete any tabs and use spacing^between me num 



11 



12 



13 



numbers. 



This file was not saved in ASCII (DOS) texl. as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII texj so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Palentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) Normally, Patentln would automatically generate this section from the 

previous^ coded nucleic acid sequence. Please manually copy the relevant <™><™> 

to the subsequent amino acid sequence. This applies pr.manly to the mandatory <220>-<223> 

sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: TFRISTICS"! 
(i) SEQUENCE CHARACTERISTICS:^ not insert any headings under SEQUENCE CHARACTERISTICS ) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEOUENCES:" response lo include the skipped sequence(s). 

Sequence(s) _ missing. If intentional, please use the following format for each skipped sequence. 
<210> sequence id number 
«400> sequence id number 
000 

Use of n's and/orJCaa's have been delected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

in <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Sequence(s) . 



are missing this mandatory field or its response. 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificial" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, VoL 63', No. 104, pp. 29631-32) (Sec. i.823of new Ru.es) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
-fite-TeTOIting in missing mandaldry numeric identifiers and responses (as indicated on raw sequence hst.ng). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/1S/99 



c 
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BATCH 



RAW SEQUENCE LISTING 

:V.1LM: APPUCiVI WH. US/09/G20, 840 



\rAli: S 1 : 1 ii : -I -i 



'iii'.::; : A:\t.eubonT-l.app 

.tir.v.ut. .,',-r.: H:\CRF3\11302O00\I62O84O.raw 



ft 



ar- 



;=.r-!'l.iCAHr: S"f i-JWASiA, i.ANO: F 

ukrtuht.vok. rov-n h 
■■O'-'j ^ ; r 

c! Vi'n.i. or liiVLHiioh: u::;r ; :ii.'-sasll' hoj.l ami> <:i osik-dial hluw^.aLn 
^;>> t-n.k- hn-flh-tiMfW:: Uii.;i ««-:»<•: s^i wo Li t" .-in-l /-lostrldial t>- 
-/> 11 <14 0> CURRENT APPLICATION NUMBER: US/09/620,840 
-> 12 <i41> CURRENT FILING DATE: 2000-07-21 
i l ■. .1 ')■!)> NUHHLI* OL- 5 to ID tJC'S : lu 
Hi' <1?0> SOf'TWAKK: Pa t <?!iC 1 M V«sr. . .i . 1 
18 <2.10> SEy IU NO: 1 ^ . 

!.'} -<211> LENCTH : ? . 

■ 2n..<2i2> .rYpr: prt . - V. . ■ ^ - 

^1 <:»13> '-OHGANISM: Artificial S«qurin':e \ 1 

' -4 •22i^orSE^lN 1 ^aRH/.T I o^ J: ^script ion \,i aaikial rsoq^oco-.f'rac^nr. nav.no 
-5 pj-.-.pt ert-.i C.-H jutist jncisi . • ii.iHilar to Ll^r. of • 

2(, ;<?'!>: in*' I'.dSfr.".; seMimno* 

.:2.MJ. fLAl iJHt; : 

jv - % jj-v (.*HEK INV»I:MAT ION: X may b« ai.v oicir.o dOiti or fjt»r*Yar.i.««!rf t..>-:n.i.i 

n ~A'H)> .sr;:jii!-::iC»f. : ! 

> 3 2 Xaa Asp Xaa. Xaa Xaa Leu Leu 

if, <J.L0> SIX) i:' Nii: J 
-:2 ' 1-'- T.fJKC'iIH : 7 
--."J12> TYPfi: Pti'l 
■;'> -;^:3> ORGANISM: Artificial S«q:it»!if*e 

J J ^23> ^ r H n K ' j' I J "t ' > / T I. O H ". Description ol Artificial Sequence : f rayment. having 
-13 properties substantially si.m.il.ar to iPiici.ne based 

44 mor.i.r 

<223> OtI^ INFORMATION: X may be any amino acid or derivatives thereof 
i400> SEQUENCE: 2 
50 Xaa Glu Xaa Xaa Xaa Leu Leu 

' 1 1 5 ■ . 

54 <210> SHQ. ID NO: 3 
5f> ;'jl]> LENGTH: 7 
=46 -;21.2> IVPfJ: PHX 

;>7 -,213> ORGANISM: Artificial sequence 

60 <223> OT HKh^THFCRHA I TON: Description of Artificial. Sequence : f ra 9 «cr,t: having 
6.1 prop« rti.es substantially similar Lu that oi , ; 

-.^2' leuci nW based motif- ' <■ ■ \ ■ - C 

' t, '*J^S > " , yitA jCh-n- /u <rn ov 

W--> S^najAap^aa feaa'Xaa) Leu lie ■* 

69 <210>" StO TO HO: 4 



Does Not Comply 
Correctsd Diskette Needed 



nont havinq 



file7/C-\CRF_AOuthold\Vsrl620840.htiu 



11/30/00 



c 
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RAW SEQUENCE LISTING U./iy/JOUO 
■,'AfKHT APPl IGUIOM: US/09/6 20, 64 0 XtlU'.: i 1 : 1 ii : 1 2 

Inpsil. S.':t : A:\Leubontl.app 

,„t|/.:: >3e.l:: N:\CRF3\11302000\I620840.raw 

7), ■ J \ \ -■ \.t-:tl'-\ L i! ■ " 

vj - ■ j ; .■ ofo »/"••? i 5 SM : tVc t i r i c « a I Sequence 

'a -::>;:■:> s i-: ; --t'.ii<!. : ... 
77 .,s«i:k jNTOKMAVJwM: do si: : i pr. ion of Artificial Sequence : Lravpoaiit .;j"hv, 

prGPor. I u:s subsi.finLiviJ.lv similar t.u !:ruu of 
i-iici.rj-.' .v.oi W \ j>-) 



y/--> B(^^ASF^fe^XaT^X^^Leu Met ^^\J,< 



>■ j ! i)> SCO ii 1 H r -' : 

1 ! ' LKNO f K r < 

vffi -:^Lj> LYI'i:: i't'l 

rt' 7 ONANISM: Art i 1: i t: i a ! . St.'quiincn 

11 <i PUAIUUL-: ... 

-.0 <22\> O'tHBR TNFORMA i T'VN:" Description of Artificial Sequence : fragment navinq 

01 properties substantially similar to that.ol 

u2 ■ leuciii"? ba'sno mot.it ". .■ - -' > • 

W--> 9| Xaf^ GlufXaa Xaa Xaa^eu lie 

v-> v.2.iu> sf;<> IL> MO: f» 

t'Mj -rill-.- f.KNUIH: 7 
10! 012> IYPU: 'r'lit 

„2Ki;- OWjAM I SH : Art i fic ! StJqtU'iiC? 

UtT. 'u2V> olliiVl-ftNFORMArTON: iV:?o r i.pr i.ou of Artificial Soquffiice: fraqasoriC havinq 
Jo-:. iu-op..» rrti.es siibsiai:t-l-j i.iv similar to ieucLne based 

iuur..i r' 

W--> ll<{ XaaklufXaa Xaa Xaa^Leu Met 

I I I -.1 \ <» STO ID NO: " 

115 -'.ab LENGTH : ? ■ . 

!16 <212> VYPE: PR! 

117 <2i3> ORGANISM: Unknown Organism 

I 1 4 <220> FEATURE : . - , 

L20 <22i> OIHLK INFORMATION: Descri.pt.ian oi Unknown Organism : IhisS tragiaenL may 

[21 have come from a r.il: source. 

12 3 <400> SEQUENCE: 7 ' ; 

12-1 Phe tUu Phe Tyr Lys l 4 eu Leu 

U>5 1 5 ■- ■ . - 

128 <-2U» SE(} ID NO: 8 

120 <2U> LENGTH: 7 

13(t <2\2> TYPE: PFiT 

131 •'.2).'i> ORGANISM : rat 

133 <220> FEATURE: 

l-M <22 3> OTHER TMPORHATTON*: This, fragment is commonly known as .RaL VMAT l . 
13(f:<300> PUBLICATION INFORMATION: \ " 



file//C^CRF3\Outhol^VsrI620840.htm 



1 1/30/00 



c 
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RAW SEQUENCE LISTING 

PATENT AI'Pl.ICAIl'lM: US/09/6 2 0, 84 0 



LV.li:: I l./iO/iOL'O 
*.' I ML' : 1 1 : 1 0 : i i 



i 4 ' ■ 
,-11 
112 
143 

1 4 f 



[ii|>'jt: St't : A:\Leubontl.app 

output Set: N:\CRF3\ll302000\l620840.raw 

1 * -\U I itOlis : Liu , til. j1 
-- ;{<■}■. (in.K: |.M[nbr-di:c i. ra f f i .-.-h i of nou rot r.jn;i(ii a cer tL^nsporiie 

r*-jqi;I jcior. of £vt;:jpuif: t i-jissbi i st- i or, 
■; : jOi-'f'.MAt.: l'i-.'«;tUs in Ceil. Uio. 1 - 
-;y v'Oi.ifHl": : y 



3 <J07> DATE ^September 

:"■ ML");.- Ki^.)l?l.'NT"lj': T ' 



;;iu 



Lvsi Arq Ala lit: Lv-U 



: :> > 
i r > 5 
} r >f 

15.-; 

I v} 
l'.l 

1 1. :■ 



set-mi ■ 



as "Rat. VMAL 2" 



w--> 



SEO I!? NO: 9 
-:'2.lt:= l.f:w.;i - H: 7 
;.2X2; ! VJ f: : I'H 1 
■ 2 I 1-> OtV.ANrSM: rat". 
FDAIURE: 

i22'*.> OIHV-F INFORMAT ION : This fraqm<?tit i s common I. v kriowii 
OuOv PUBLICATION INFORMATION: 

<.*01>. AUIHORS: Liu. el al . " ; ' ' -v -ir--C ' 

H)2> T I TLF.: -Membrane tiaf. f i cJtiny ol : :;f*ti rol.ransin i iter transporter: i.n 
• ■ Ltie regulation of synaptic transmission 
- U J > j;>i;«HAL: Irtrnds in Cell fciioto.jy 
: :M\\> vot.f/mf;: ^ 

16 5 <307> DATE ^Sept ember 1999 ^7 ^^^77^-^ 

u.v ...■;!!."> scounTiTrr! 



;i.u T.-.s Mot Ala He l.eu 



i :-l 
! " :i 
i ~' ~ 
■ "8 

! M.I 

Lti.l 

184 
AH 5 
!35 
lfl-7 

ias 

189 
190 
102 
193 
194 
.197 
1H8 
199 



1 

-. 2 \. .1 > 

-.21 

<22 Y.- 

<22 i> 
^■ J . !)(!> 
■: . -.l0 U- 

■ <:J0J> 
<301> 
-;.T06> 
<307> 
<400> 
Ser G 
1 

<210> 
<21 1> 

."<212> 



This fragment: known as " R-t .VAChT" . 



5m TT> HO: 10 
LU.NCTH: " 
iVfL: PR1 
ORG AH ISM : rat. 
Ft:ATUF(i:: 

< i T H R P. INI-'tKMAT ION : 

[■iiArurtK: jp* — '-^ \/v *yg«^ " — 

<;TllfJR t N F'O rh Al ION h<? a t. po s i. I: i o n q ua y bfi phosporylat.^fJ 

PUBLICATION INFORMATION: ' 
AUTROUfi : I.LU, er. a I 

UiLE: Hc.mbriine traf fickiny ol uouroLMnamitter transporter 
thf regulation of synaptic transmission 
- JOURNAL: Trends in CeLl Biologv 
VOJ. UHK : '} 

DATE : September 1999 ^ 

SEQUENCE: 1U 
lu Arg Asp Val. Leu Leu 



SE(J ID NO: 
l.FINGTII : : f 
TYPE:/* PR T 



11' 



tlle/ / C;\CRF3\Outhold\Vsrl620840.htni 



ftp, . '--rv,' .t'*^-*'-'^' 



1 1/30/00 



c 
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RAW SEQUENCE LISTING HALL: i I / U> / -'iO^ 

t'AfEN'f' Al' MICA I. Kill: US/09/620, 940 riHL": ! 1 : ! : I J 

{npyf. S^t : A:\LeubontL.app 

■.nitpij; Sc-C: N:\CRF3\11302000\I620840.raw 

IMjt) -:2U> OMAN ISM: ra 1 . - 
J jo> ri-Ani!':-;: 

L M!i :2J3> •'.) ] H fiK f. ffPOhMAT J oK : This r r:s-ir«:»r::: ! s know. <is "J^'- i :s -"^ :?J 5 ' • 

--IvOv siX'U!;nci; : .1 1. 
l*0ri va i Asp I iir- win vai Li'ii lou 
.jot i '-' 
::!u -.2 Mr- 10 no-. 12 

2 I ] <2 1 1> t.i^JOVH: 7 

2! J <2.i2.- r l l-t: : t>IM 

JL? -r2!J:- <.'fc<lAri LKM : mouse 

215 ^220:- H.'A'.tJHL:: 

216 .-2>-i> OHIEfc ifirOKMATfON: Tut a fru.isujiic is a Lso known as 'mouss* Mr it a } . 

2 IS -MC'0> HK'viUIih':!. : 12 

2t.'j Ala wl.u Vfj I C. in At-i Lou Lou 

220 I 5 

22.1 <2.IU>,SEO ID NO: I 'i 

224 <211>; IXNGTH: 7 , , ... 

225 <212> TYPE: L ] R1" 1 : - '- ' • ' -.' .' • . ■ .. ' 
• 226' <21.3> ORGANISM: frog* -■ : . : 

22H <22U> FUAPJKE: \ „ . 

22'J <22Jv OLHMR INFORMATION: Thist f raqn:«;n t: is krio-:n as t nv«l (ii&nuiu, del r.d j 

2 3.1 <22C» FTAYUfifJ: t . , .... 

2 r> <22\1> OTHER i N FORMAT TOM : Thi- ^rino at position .1 may be pncsp.ujr. : .- . a . 

2i.( < io o > six>i:i;nci:: i-i 

2.: t i Sur Asp I.ys «Jln Asn '.en Leu 

2 t" 1. i 

<21.f.':- SlfO. ID NO: M 
240 ;21i- I. SNOT II: 7 
2-1 J <21.^> rYPE: I'Hl 
242 ;2I3> oRiiAHISM: chiokr-.n 

24 4 <220> FEA I'URE : r . ' 

245 <22.i.--- OTHER INFORHA'l ION : This t nn-mmxr. is also known as ' -::hn:i;<-ri 
24 6 ( y anuria /ilt! 1 La ) " . 

2-18 -:.22<j> FEATURE : 

24<? <22.l* OTHER INFORMATION: The serin* at position I may be phospvjory Uw<- . 
2 5.1 <-1!)0> SEQUENCE : 14 

252 S-.r Asp Acq n 1 n Asn Leu Tl.« 

253 1 5 
2 56 <2 !.()> SEQ ID NO: 15 
257 <2ll> LENGTH: 7— - - 
2 58 <2I2> TYPE: *»RT 

259 -:2L3> ORGANISM : slu-:ep . ■ ' 

261 <22l» FEATURE : 

262 <223> OTHER INFORMAT ION : This fragment is known .as Sheep (delta) . 
264 <40G> SEQUENOK: 15 

26 5 Ala Asp Thr Gin Val Leu Het 
266 1 . ' 5 . . 

26y/<210> sf:o H> NO: ig t . . . - , . - ( .-. ■ 

270 <21 1>'" LENGTH : ; 1-.^ ^ : r-* f t " v-« " 1/ . . . . 




file7/C:\CRF3\Outho!d\VsrI620840.htm 
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RAW SEQUENCE LISTING I.Y-J/L : .1 )./ 

I'M KM f Al J l J L:CAM'0ri: US/0 9/6 2 0, 84 0 YEMC: 1 1 : 1 (1 : 1 2 

;»P : iJ- Sot. : A:\Leubontl.app 

OHt.[>ut £f i c: N:\CRF3\L1302000\I620fl40.raw 

..- i 2:- Itl'E: i'Ki 

j.j i;- OUCAHISM: iMrtfji; 

j • : . Jj.::. fi aj (JKV;: 







uilJl.!! J.NiOI<lhYL:OK: if. .Is 1 r.i^sitci:-: 


*; s k::ij'.-.":i ai* " i'.uvn n l'I'. '•■ { -V: ! , 






r. ! JAiiJiif-:: 




"•>■<: 




OiiJt:ii I.NrOKMAMtiJJ : M: li. t:f.' -jL 
f U U t . 1 Li A 1 1 ON i ft l ' ! : !'.:■!:' 'i i J N : 


• t ;c.» i t. i-.Hi i. may in: phoap'wu v / .1 »i 


~. i> i 




-^JOIjR:-: •.<.::. :*U "t L 




.'. t! S 




! l ! l.U : Mt uiii>r ;j fio r : :' i ok ; . nn >:*r ii^ 
UlO ri.-'iiiiiit iOh ul :npt. j ; r.ri»si;i 


n::.'>u:;insni.Lrci: tian^pLuU'.T lit 
Ls;i i.ofi 






JOURNAL: TtVfuls Lfi Cell bioLog; 




1 ? 


■J •.;,'■("■ 


VOLUMl'.: y 




A H v 
W--> 237 

■ 2 ^ 


<307 > 


L\V.,t:S: ,t.-;t-'i*>i 
DATE^JJeptember 1999. J 






Set: Asp Lys 0.1 n Vhr: f.*u , r .^u 






J 






.V>4 




■SKW.-'ID NO: i" 




2*';S 




LFNGTH: 7 




j Of, 




l i'Pt:: PR I 




->., 7 
".;■) 


<-2 J r* 
•:J2w> 


t'lF'GAMTSH : liunu-jr. 
F't'AriJRf;: 








Olh'r'R lfJPOfcKAl ION: rhi.S fiawn:. 


i.s isiio'.v!. .-)s: "Hijma:t CD-i " . 


i o :■ 




t'liMUHt: 




'SO 1 




o i h r:R i nfowia r < m-i : r li-i r i a k 


P'VS i ': i on 1. iii-'jy be phi?>sp!i'>ry : - 


j *. ' i 


■: i f )t.r- 


P!J«LT '.'AT 1 ■: )N T t.'FOP.MA 1" I» ) tf : 




'. !J ?i 




.■Mi;HURs : r, in, 1 




:}0" 




ITT.'-i". : Mt:nitv..j(ir: r.rarl' to-i i.ny or m- 


■ur;ir. riiiism.Ltt.rjr *. ransiKJi. ut*/: i.n 


30K 




t;.lu: -loau l.i r. i on o'. svti a (•&!.<; t.ryrismis-s ion 


iD'i 


< M)':-> 


JOUCIAL: t'l-emiS iii Crtii bioLO;"/ 








VOLt/llE: T 




1 ! 1 

W--> 312 


<307> 


DATE: September 1999^ 




III 


<:\\Hi> 






3i!> 




).[] J.iti Lys Ar*,T Lt-u Leu 






1 






3 1.4 


■-2 1 0> 


sr<> ID NO: 18 




320 


<2 1 1> 


LLNCIU: 7 




:*2 L 


':2U> 


rYPK: PRT 




322 




ORGANISM: - human - * 




:u4 


<220> 


rLATUKll: 




3 2 r > 




OTHER INFORMATION: Tliis fraytnt-int 


i.s known as "Human (cJ^ltaj". 




<-1Q(» 


SE!JUEHCE: iH 




J 28 


Ala Asp Thr Gin Ala Leu Leu 






A 


5 





file*//C-\CRF3\Outhol^VsrI620840.htm 
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r:.-.Jt: I J. / i : I / IM't 'J 'I 
I 7 HI," : i 1. : I 0 : 1 \ 



I.: 



ii M : "'> 

i 2 t1 : J " : 1 

.-; J [■!;_; 'i 

• I" M : 

■:■ M: 

o> M: i-fS 

3 i-l : ; ! > 

Hi,' I I : 'i H> 



VERIFICATION SUMMARY 

:>;-r!.N.' Al'Pl.lCAM-'m: US/09/620 r 840 
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Application No.: 

NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 



n 1 This application clearly fails to comply with the requirements of 37 C.F.R. 1 .821- 1 .825. Applicant s 
U ' attention is directed to these regulations, published at 1 1 14 OG 29, May 15, 1990 and at 55 FR 
18230, May 1, 1990. 

n 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
U Listing" as required by 37 C.F.R. 1.821(c). 

□ 3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e).' 
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4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1.822 
and/or 1 823, as indicated on the attached copy of the marked-up "Raw Sequence Listing." 



n 5 The computer readable form that has been filed with this application has been found to be damaged 
U and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

j~J 7. Other: 

Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 



Q An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 



into the specification. 

A statement that the content of the paper and computer readable copies are the same and where 
applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 



For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
For Patentln software help, call (703) 308-6856 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE 



• 
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BATCH 



RAW SEQUENCE LISTING DATE: 11/30/2000 

PATENT APPLICATION: US/09/620, 84 0 TIME: .11:10:42 

input. Set : A:\Leubontl.app DOeS Not COlTiply 

output set: N:\cRF3\ii302ooo\i62084o.raw Corrected Diskette Needed 



3 <U.0> APPLICANT: STEWARD, LANCE E 

4 HERRING TON, TODD M 

5 AOKT. , KET R 
7 <120> TITLE OF INVENTION: LEUCINE -BASED MOT IF AND CLOSTRIDIAL NEUROTOXIN 



9 <I 3 U> FILE REFERENCE: leue i ne -ba sed motif and clostnd i.a.1 tx - H ' 

rd-J-> 11 <140> CURRENT APPLICATION NUMBER: US/09/62 0, 84 0 /I/ 

\JK> 12 <141> CURRENT FILING DATE : 2000-07-21 S 

14 <160> NUMBER OF SEQ ID NOS : 18 

16 <170> SOFTWARE: Patentln Ver. 2.1 

18 <2.10> SEO IT) NO: 1 

19 <211> LENGTH: 7 

20 <2I2> TYPE: PRT 

21 <213> ORGANISM: Artificial Sequence 

23 <220> FEATURE: 

24 <223> OTHER INFORMATION: Description of Artificial sequence : fragment hav i.ng 

25 propte.rti.es substantially similar to that of 

26 leucine based sequence 

28 <220> FEATURE; 

29 <223> OTHER INFORMATION : X may be any amino acid or derivatives thereof 
31 <400> SEQUENCE: 1 
3 2 Xaa Asp Xaa Xaa Xaa Leu Leu 
3 3 .1 5 
36 <210> SSQ ID NO: 2 
3 7 <211> LENGTH: 7 
38 <212> TYPE: PRT 

3 9 <213> ORGANISM: Artificial sequence 

41 <2 2 0> FEATURE: 

42 <223> OTHER INFORMATION : Description of Artificial sequence : fragment hav i.ng 

43 properties substantially similar to leucine based 

4 4 motif 
4 6 <2 2 0> FEATURE : 

47 <223> OTHER INFORMATION: X may be any amino acid or derivatives thereof 

4 9 <4 00> SEQUENCE : 2 

50 Xaa Glu Xaa Xaa Xaa Leu Leu 

51 1 5 
54 <2.10> SEQ ID NO: 3 

5 5 <211> LENGTH: 7 

56 <212> TYPE : PRT 

57 <213> ORGANISM: Artificial Sequence 

59 <220> FEATURE: 

60 <223> OTHER TN FORMAT .VON : Description of Artificial Sequence : fragment having 
6.1 
62 
64 

69 <210> SEQ ID NO: 4 



SO <223> OTHER TN FORMAT VON : Description of Artificial Sequence : fragment having 

5.1 properti.es substantially similar tu that of * , A / 

52 leucine based motif , /- J yf</# 6jf~ 

54 <ifio> sBfiUBNjsu-i^ a oq A*<y*~ /O <fV\ UW.\ Jk^yyr*^ 

SS^ga)Asp^ gnua Xa a) Leu He SJ**< J^-^^ f 
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RAW SEQUENCE LISTING DATE : :i 1/30/2000 

PATENT APPLICATION: US/09/620, 840 TIME: 11:10:42 

Input; Set : A:\Leubontl.app 

Output. Set: K:\CRF3\11302000\I620S40.raw 

7 0 <211> LENGTH: 7 

7 1 <212> TYPE : PRT 

72 <213> ORGANISM: Artificial Sequence 

74 <220> FEATURE : 

75 <223> OTHER INFORMATION : Description of Artificial sequence : fragment, having 

76 properties substantially similar to that of 

77 leucine based motif \ 

SO/xaajAsp/xaTxaa Xaa^Leu Met ^7\Jl/> / ^' 



BOf Xaal. 

84 <210> SEQ ID NO: 
8 5 <211> LENGTH: 7 
86 <212> TYPE: PUT 

8 7 <2.13> ORGANISM : Artificial. Sequence 

89 <220> FEATURE: 

90 <223> OTHER INFORMATION: Description of Artificial Sequence : fragment having 

91 properties substantially similar to that of 

9 2 leucine based motif 
9 4>-?*«i0> SFi 



3 4 >rW0 

W--> 95f Xaal Glu/xaa Xaa Xaa ^eu lie 

9 9 <2.10> S EX) I'U "NO: 

100 <211> LENGTH: 7 

101 "<212> TYPE: PUT 

102 <2.13> ORGANISM: Artificial Sequence 

10 4 <2 20> FEATURE: 

105 <223> OTHER INFORMATION: Description of Artificial. Sequence : fragment having 
.106 properti.es substantially similar to leucine based 

10 7 motif 

W--> ll<f XaalGlu/xaa Xaa XaaJLeu Met 

.114 <210> SCO ID NO: 7 

115 <211> LENGTH: 7 

116 <212> TYPE: PRT 

.117 <213> ORGANISM: Unknown Organism 

119 <2 20> FEATURE: 

120 <223> OTHER INFORMATION: Description of Unknown Organism : This fragment may 
.121 have come from a rat source. 

123 <4()0> SEQUENCE: 7 

124 Phe Glu Phe Tyr Lys Leu Leu 

125 1. 5 
128 <210> SEU 10 NO: 8 
12 9 <2L1> LENGTH: 7 

130 <212> TYPE : PRT 

131 <21.3> ORGANISM: rat 

133 <220> FEATURE: 

134 <223> OTHER INFORMATION: This fragment is commonly known as "Rat VHAT I 1 '. 
136 <300> PUBLICATION INFORMATION: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/62 0,8 4 0 



DATE: .11/3 0/2000 
TIME: .11:1.0:42 



137 
138 

13 9 
HO 
141 

14 2 
W--> 143 

145 
116 
1.17 
150 
151 
152 
153 
155 
156 
158 
159 
160 
161 
162 
.16 3 
164 

W--> 165 

16 7 
1.6 8 
.16 9 
172 

17 3 
174 
!75 
1.77 
.178 
180 
1H1 

18 3 
184 
185 
186 

18 7 
188 
189 

W--> 190 

19 2 
193 
194 
197 
198 
199 



Input: Set : A:\Leubontl.app 

Output Set: N:\CRF3\11302000\I620840.raw 

<301> AUTHORS: Liu, et al 

<302> TITLE: Membrane trafficking of ticurotroiisni Ltter transporter in 
the regulation of synaptic transmission 



■JOURNAL: Trends in Cell Biology 
TO LI/HE: 9 
PAGES; l%isJJ>3. 



SEQIIENC~E7~3~ 
u Lys Arg Ala He Leu 



SEQUEN CE: d ' " ' I L / \ 



<303> 
<304> 
<306> 
<307> 
<4 00> 
Glu Gl 
1 

<210> 
<211> 
<212> 
<21.3> 
<220> 
<223> 
<300> 
<3()1> 
<302> 

<3 03> 
<304> 
<3GG> 
<307> 
<400> 
G.1U Gl. 
1. 

<21.0> 
<2U> 
<212> 

<213> ORGANISM: 
<220> FEATURE: 
<2 2 3> OTHER INFORMATION: 
:220> FEATURE: 



SEQ ID NO: 9 
LENGTH : 7 
TYPE : PRT 
ORGANISM : rat 
FEATURE: 

OTHER INFORMATION: This fragment is commonly known as "Fat VMAT 2 
PUBLICATION INFORMATION: 
AUTHORS: Liu, et al 

TTTLE : Membrane trafficking of neurotransmitter transporter in 
the regulation of synaptic transmission 
JOURNAL: Trends in Cell Biology 
VOLUME : 9 
PAGES: ( 2 r S6-*«- 



DATE C September 1999 

s ecu riScrm ■ — 



u Lys Met Ala He Leu 
5 

SEQ TD HO: 10 
LENGTH: 7 
TYPE : PHT 

rat 



This fragment is known as "Rat VAChT" . 
<220> FEATURE: jPT" — - . — — — $Q lAyt/^ yy^-^-f^ 

<223> OTHER INFORMATION : ^The at pos i. Lion l\ may be pTiospory la Led . 
<300> PUBLICATION INFORMATION : 
<301> AUTHORS: Liu, et al 

<302> TITLE: Membrane trafficking of neurotransmitter transporter 

the regulation of: synaptic transmission 
<303> JOURNAL : Trends in Cell Biology 
<304> VOLUME: 9 

<306> PAGES : 15Ji^3-GJ ! ■— 

<307> DATE : September 19 99 ^ 
<4 00> SEQUENCE* 173 

Ser Glu Arg Asp Val Leu Leu 

1 5 
<210> SEQ ID NO: 11 
<211> LENGTH : 7 
<212> TYPE: PRT 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/62 0,84 0 



iJATE : .1 1/30/2000 
TIME: 1.1:10:42 



mput: Set. : A:\Leubontl.app 

Output Set: N:\CRF3\11302000\I6 2084 0.raw 



200 <213> ORGANISM: rat 

202 <220> FEATURE : 

203 <22 3> OTHER INFORMATION 

205 «100> SEQUENCE: 11 

206 Val Asp Thr Gin Val Leu 

207 1 5 

210 <2.10> SEQ ID NO: 12 

211 <21.1> LENGTH: 7 

212 <212> TYPE: PRT 

213 <213> ORGANISM: mouse 
215 <220> FEATURE: 

2.16 <223> OTHER INFORMATION 
2.18 <4 00> SEQUENCE: 12 
21.9 A.la GI.u Val. Gin Ala Leu 
220 1 5 

223 <2!0> SEO ID NO: 13 

224 <211> LENGTH: 7 

225 <212> TYPE: PRT 

226 <213> ORGANISM: frog 

228 <220> FEATURE: 

229 <223> OTHER I NFORMAT r ON 
2 31 <220> FEATURE : 

232 <223> OTHER INFORMATION 

234 <400> SEQUENCE : 13 

235 Ser Asp Lys Gin Asn Leu 
23 6 1 5 

23 9 <210> SEQ ID HO: 14 

24 0 <211> LENGTH: 7 

241 <212> TYPE: PRT 

242 <213> ORGANISM: chicken 
24 4 <220> FEATURE: 

24 5 <223> OTHER INFORMATION 
246 ( gamma/delta ) " . 

248 <220> FEATURE :, 

24 9 <2 2 3> OTHER INFORMATION: 
25.1 <400> SEQUENCE: 1.4 

252 Ser Asp Art] Gin Asn Leu 

253 .1 ' . 5 

25 6 <210> SEQ ID NO: 15 
257 <211> LENGTH: 7 
256 <212> TYPE: PRT 

25<J <213> ORGANISM: sheep 

261 <22(J> FEATURE: 

262 <223> OTHER INFORMATION: 
264 <4 00> SEQUENCE: 15 

26 5 Ala Asp Thr Gin Val Leu 
26 6 1 5 

26 9 <210> SEO I.D NO: 16 
270 <2.H> LENGTH: 7 



This fragment 
Leu 



is known as "Rat (delta)". 



This fragment 
Leu 



is also known as "mouse (delta)". 



This fragment 
The serine at 
Leu 



is known as "frog (gamma/delta)" 
position 1 may be phospbory lated . 



This fragment is also known as "chicken 

The serine at position 1 may be phosphory lated . 
lie 



This fragment is known as "Sheep (delta)". 
Met 
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RAW SEQUENCE LISTING DAT E : 11/30/2000 

PATENT APPLICATION: US/09/6 20,840 TIME: 1.1:10:42 



Input: Set : A:\Leubontl.app 

Output Set: N:\CRF3\11302000\I620840.raw 

271 <212> TYPE: PRT 

272 <213> ORG AH ISM: human 

274 <220> FEATURE: 

275 <223> OTHER INFORMATION: This fragment is known as "Human CD3 ( delta ) " . 

27 7 <220> FEATURE: 

278 <223> OTHER INFORMATION: The serine at position 1 may bo phosphorylatcd . 

280 <3U0> PUBLICATION INFORMATION : 

281 <301> AUTHORS: Liu, fit al 

28 2 <302> TITLE: Membrane trafficking of neurotransmitter transporter in 

283 the regulation of synaptic transmission 

284 <303> JOURNAL: Trends in Cell Biology 

285 <304> VOLUME : 9 

266 <306> PAGES : 356-363 

W--> 287 <307> DATE ^Septemb er 1999^ 
28 9 <4 0 0> SEQUENCE: In 

290 Ser Asp Lys Gin Thr Leu Leu 

291 3 5 

294 <210> SEQ ID NO: 17 

295 <211> LENGTH: 7 
206 <212> TYPE: PRT 

297 <2 13> ORGANISM: human 

299 <220> FEATURE: 

300 <223> OTHER INFORMATION: This fragment is known as "Human Cl)4". 

302 <220> FEATURE: 

303 <223> OTHER INFORMATION: The serine at; position 1. may be phospho ryla ted . 

305 <300> PUBLICATION INFORMATION: 

306 <301> AUTHORS: Li.u, et a 1. 

307 <302> TTTLE: Membrane trafficking of neurotransmitter transporter i.n 

308 the regulation of synaptic transmission 
3 09 <30 3> JOURNAL : Trends in Cell Biology 

310 <304> VOLUME: 9 

311 <3()6> PAGES: -^fi--^-> 

W--> 312 <3 07> DATE: ^September 19jTsT> 
31.4 <40G> SEQUENCE: IV 

315 Ser Gin lie Lys Arg Leu Leu 

316 1 5 
319 <210> SEQ ID NO: 18 
3 20 <211> LENGTH: 7 

3 21 <21.2> TYPE: PRT 

322 <213> ORGANISM: human 

3 24 <220> FEATURE: 

325 <223> OTHER INFORMATION: This fragment is known as "Human (delta)". 
32 7 <4 00> SEQUENCE: 18 

328 A. I a Asp Thr Gi n Ala Leu Leu 

329 1 5 
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VERIFICATION SUMMARY DATE: .1 1/ 'JO/2000 

PATFJNT APPLICATION: US/09/620,84 0 TIM LI : 11:10:43 

Input; Set : A:\Leubontl.app 

Output Set: N:\CRF3\11302 000\162 084 0.raw 

L:ll M:270 c : Current Application Number differs, Replaced Current: Application Number 

L:I2 M:271 C: Current: Filing- Date differs, Replaced Current, Filing Date 

L:32 M:258 W: Mandatory Feature missing, <221> not found for SEQ TDff:.l 

L:32 M:25& W: Mandatory Feature missing, <222> not found for SEO J.O#:l 

I. : 3 2 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ T.D»:1 

L:50 M:258 W: Mandatory Feature missing, <221> not found for SEQ !.Dlt:2 

L:50 M:2!58 W: Mandatory Feature missing, <222> not found for SEQ FD#:2 

L:5Q M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ l'D# : 2 

L:65 M:258 W: Mandatory Feature missing, <221> not found for SEQ wit:?, 

L:65 M:258 W: Mandatory Feature missing, <222> not found for SEQ IDs : 3 

L:65 M:340 M: (45) "n" or "Xaa" used: Feature required, for SEO IDS: 3 

E:80 M : 250 W: Mandatory Feature missing, <221> not found for SEO IP#:4 

L:80 M:258 W: Mandatory Feature missing, <222> not found for SEO f.n#:4 

L:80 M:340 W : (46) "n" or "Xaa" used: Feature required, for SEO IDA: 4 

L:95 M:258 W: Mandatory Feature missing. <221> [lot found for SEQ I'D fj : 5 

L. : 9 5 ' M : 2 5 8 W: Mandatory Feature missing, <222> not found for SEQ I.D# : 5 

L:95 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEO ID*: 5 

L:110 M:258 w : Mandatory Feature missing, <221> not found for Si2Q ID#:6 

L:H.O M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:6 

L:110 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEO IDS: 6 

L.:143 M:285 W: invalid Journal Date: Wrong YYYY -HM-DD , MMM* YYYY or SEASON- YYYY, Wrong Journal Date: YYYY-MM- 
DD , MMM- YYYY or Season - YYYY 

L:165 M:285 W: Invalid Journal Date: Wrong YYYY - MM- DD, MMM -YYYY or SEASON -YYYY , Wrong Journal Da te : YYYY - MM - 
DD , MMM- YYYY or Season - YYYY 

L:190 M;285 W: Invalid Journal. Date: Wrong YYYY -MM-DD, MMM- YYYY or SEASON- YYYY , Wrong Journal Da te : YYYY-MM- 
DD , MMM- YYYY or Season - YYYY 

L:2E)7 M:28!> W: Invalid Journal Date: Wrong YYYY - MM - DD ,. MMM- YYYY or SEASON -YYYY , Wrong Journal Da te : YYYY -MM - 
DD , MMM- YYYY or Season- YYYY 

T. :312 M:2fl5 W: Invalid Journal Date: Wrong YYYY -MM- DD, MMM- YYYY or SEASON - YYYY , Wrong Journal Date : YYYY-MM- 
DD, MMM -YYYY or Season - YYYY 
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